SUPPLEMENTAL DATA
Table S1. List of top 100 transcripts with the largest number of identified eQTL
Table S2. List of all eQTL genes with their associated target transcripts
Genes encoding ubiquitin or ubiquitin-related proteins are marked in blue, and genes encoding transcription factors are marked in orange.
Table S3. List of common eQTL genes associated with mitochondrial transcripts
Table S4. List of common eQTL genes associated with chloroplastic transcripts
Table S5. List of common eQTL genes associated genes with the GO term “defense response”
Table S6. List of common eQTL genes associated genes with the GO term “immune system process”
Table S7. List of common eQTL genes associated with flg22 up-regulated genes
Table S8. List of common eQTL genes associated with flg22 down-regulated genes
Table S9. List of common eQTL genes associated with chitin up-regulated genes
Table S9. List of common eQTL genes associated with chitin down-regulated genes
Table S1.1. List of top 100 transcripts with the largest number of identified eQTL in LIMIX result
Table S2.1.  List of top 1000 eQTL genes with the largest number of associated transcripts in LIMIX result
Table S3.1. List of common eQTL genes associated with mitochondrial transcripts in LIMIX result
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