Table S1. Evolutionary transition model selection in a likelihood framework for stochastic character mapping using the lowest corrected Akaike information criterion
	Character
	Model
	lnL
	AICc
	dAICc
	wAICc

	Elaiosome of seed
	ARD
	-6.146011
	16.335343
	1.38131
	0.2003991

	
	ER
	-6.469822
	14.954033
	0
	0.3998005

	
	SYM
	-6.469822
	14.954033
	0
	0.3998005

	Fleshy fibrous root
	ARD
	-39.642128
	83.327577
	0
	0.6645107

	
	ER
	-42.033203
	86.080794
	2.753216
	0.1677446

	
	SYM
	-42.033203
	86.080794
	2.753216
	0.1677446

	Flower colour
	ARD
	-167.948515
	348.204723
	0.05293526
	0.3931126

	
	ER
	-173.068700
	348.151788
	0
	0.4036563

	
	SYM
	-171.718636
	349.524228
	1.37244006
	0.2032311

	Fruiting pedicel
	ARD
	-50.627797
	105.298916
	1.626051
	0.1815067

	
	ER
	-50.829238
	103.672865
	0
	0.4092466

	
	SYM
	-50.829238
	103.672865
	0
	0.4092466

	Fruit type
	ARD
	-55.028146
	122.363985
	0.8545524
	0.38452661

	
	ER
	-62.870067
	127.754522
	6.2450897
	0.02596487

	
	SYM
	-57.711238
	121.509433
	0
	0.58950852

	Lifespan
	ARD
	-56.720757
	117.484835
	0
	0.96749778
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	ER
	-61.821775
	125.657939
	8.173104
	0.01625111

	
	SYM
	-61.821775
	125.657939
	8.173104
	0.01625111

	Short saccate spur
	ARD
	-5.989409
	16.022139
	0
	0.6270373

	
	ER
	-8.216550
	18.447489
	2.42535
	0.1864813

	
	SYM
	-8.216550
	18.447489
	2.42535
	0.1864813

	Taproot
	ARD
	-50.087725
	104.218772
	0
	0.7243336

	
	ER
	-52.761400
	107.537188
	3.318416
	0.1378332

	
	SYM
	-52.761400
	107.537188
	3.318416
	0.1378332


lnL, log-likelihood of the model; AICc, corrected Akaike information criterion; dAICc, the difference between the AICc of the model and the best model; wAICc, AICc
weight of the model. ER, equal rates model; SYM, symmetrical model; and ARD, all-rates-different model. Bold font in the Model columns indicates the selected model by the likelihood ratio test.



