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Figure S4
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Figure S5

A

B AT5G39160 locus
- + + + + +
+ - - - - +
L. : . ;
- - + - -
- - - - + -
- - M - - -

AT5G39160
Hpall digested

Undigested
Loading control

MBD7-MBD
Um probe
mCG probe

mCHG probe
mCHH probe
Competitor

Wik

<«—bound

< free

C AT5G39160 locus
- + + + +
+ - - - - +
+ + - - -
- - + - -
- - - - + -
- - M - - -

IDM1-MBD
Um probe
mCG probe

mCHG probe
mCHH probe
Competitor

<«bound

e o ) <~




Figure S6
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Figure S7 Full-size images of Y2H shown in this study

Figure 1B

BD/AD LT LTH+3AT LTHA+3AT

ROS1/RWD40

LT Bp/AD

ROS1/RWB40
ROS1/2EECT

) ]
-
- ROSH/WD40
- Vec/RWD40
s
.

Vee/2EI-CT

ROS1/NVec| = = =

LTH+3AT BD/AD

Z
ROS1/RWS )

ciees | |R




Figure S7 Continued

Figure 2A
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Figure S7 Continued

Figure 2D
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Figure S7 Continued
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Figure S7 Continued
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Figure S7 Continued
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