Table S2 Alignment statistics of proteomic sequencing data (input vs. Kmal-IP enriched)

	Replicate 1

	
	Samplea
	Treatment
	Raw reads
	Clear reads
	Clear rate %
	Mapping to rice genome
	Mapping to viral genome

	
	
	
	
	
	
	Reads number
	Map%
	Reads number
	Map%

	IP
proteome
	ZH11
	ZH11_Mock
	122759158
	108036244
	88.00
	69400434
	64.24
	0
	0

	
	
	ZH11_RSV
	119784458
	105778498
	88.31
	60939347
	57.61
	52889249
	1.25

	
	
	ZH11_RBSDV
	101463514
	87523208
	86.26
	42071740
	48.07
	43761604
	0.01

	
	
	ZH11_Nl
	112794356
	110072492
	97.59
	108379990
	98.46
	
	0

	
	
	ZH11_Cs
	174973258
	171203352
	97.85
	99925500
	58.37
	85601676
	31.80

	Input Kmal modification proteome
	ZH11
	ZH11_Mock
	112604213
	99537440
	88.40
	51885788
	52.13
	0
	0

	
	
	ZH11_RSV
	116233256
	103768376
	89.28
	52132803
	50.24
	51884188
	0.91

	
	
	ZH11_RBSDV
	143663984
	127562870
	88.79
	79940143
	62.67
	63781435
	0.02

	
	
	ZH11_Nl
	121504892
	118174329
	97.26
	116291156
	98.41
	0
	0

	
	
	ZH11_Cs
	166831254
	163198600
	97.82
	94317811
	57.79
	81599300
	32.28

	
	
	ZH11_Mock
	175132545
	170803172
	97.53
	165547399
	96.92
	85401586
	1.45

	Replicate 2

	
	Samplea
	Treatment
	Raw reads
	Clear reads
	Clear rate %
	Mapping to rice genome
	Mapping to viral genome

	
	
	
	
	
	
	Reads number
	Map%
	Reads number
	Map%

	IP
proteome
	ZH11
	ZH11_Mock
	122759158
	108036244
	88.00
	69400434
	64.24
	0
	0

	
	
	ZH11_RSV
	119784458
	105778498
	88.31
	60939347
	57.61
	52889249
	1.25

	
	
	ZH11_RBSDV
	101463514
	87523208
	86.26
	42071740
	48.07
	43761604
	0.01

	
	
	ZH11_Nl
	112794356
	110072492
	97.59
	108379990
	98.46
	
	0

	
	
	ZH11_Cs
	174973258
	171203352
	97.85
	99925500
	58.37
	85601676
	31.80

	Input Kmal modification proteome
	ZH11
	ZH11_Mock
	112604213
	99537440
	88.40
	51885788
	52.13
	0
	0

	
	
	ZH11_RSV
	116233256
	103768376
	89.28
	52132803
	50.24
	51884188
	0.91

	
	
	ZH11_RBSDV
	143663984
	127562870
	88.79
	79940143
	62.67
	63781435
	0.02

	
	
	ZH11_Nl
	121504892
	118174329
	97.26
	116291156
	98.41
	0
	0

	
	
	ZH11_Cs
	166831254
	163198600
	97.82
	94317811
	57.79
	81599300
	32.28

	
	
	ZH11_Mock
	175132545
	170803172
	97.53
	165547399
	96.92
	85401586
	1.45

	Replicate 3

	
	Samplea
	Treatment
	Raw reads
	Clear reads
	Clear rate %
	Mapping to rice genome
	Mapping to viral genome

	
	
	
	
	
	
	Reads number
	Map%
	Reads number
	Map%

	IP
proteome 
	ZH11
	ZH11_Mock
	122759158
	108036244
	[bookmark: _GoBack]88.00
	69400434
	64.24
	0
	0

	
	
	ZH11_RSV
	119784458
	105778498
	88.31
	60939347
	57.61
	52889249
	1.25

	
	
	ZH11_RBSDV
	101463514
	87523208
	86.26
	42071740
	48.07
	43761604
	0.01

	
	
	ZH11_Nl
	112794356
	110072492
	97.59
	108379990
	98.46
	
	0

	
	
	ZH11_Cs
	174973258
	171203352
	97.85
	99925500
	58.37
	85601676
	31.80

	Input Kmal modification proteome
	ZH11
	ZH11_Mock
	112604213
	99537440
	88.40
	51885788
	52.13
	0
	0

	
	
	ZH11_RSV
	116233256
	103768376
	89.28
	52132803
	50.24
	51884188
	0.91

	
	
	ZH11_RBSDV
	143663984
	127562870
	88.79
	79940143
	62.67
	63781435
	0.02

	
	
	ZH11_Nl
	121504892
	118174329
	97.26
	116291156
	98.41
	0
	0

	
	
	ZH11_Cs
	166831254
	163198600
	97.82
	94317811
	57.79
	81599300
	32.28

	
	
	ZH11_Mock
	175132545
	170803172
	97.53
	165547399
	96.92
	85401586
	1.45


Note: a stands for rice cultivar “ZhongHua 11”, ZH11; 
